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hanks to those Brown Swiss mem-
I bers who contributed financially
and/or with semen to Genomic re-
search, the US Al industries monetary/se-
men and USDA-AIPL and USDA-BFGL
continuing efforts, the American Brown
Swiss Cattle Breeders Association will
have Genomic evaluations for the first time
in August, 2009. While all of the above
are critical I want to stress the people who
made this a possibility this quickly, were
those Brown Swiss members and their
State organizations who supplied the funds
that allowed us to move aggressively for-
ward with testing in the last two months.
We feel that these “Genomic Brown Swiss
Pioneers” deserve special mention be-
cause, again, without their foresight and
willingness to contribute money to all of
our futures, the Brown Swiss breed would
not be in the fortuitous position that we
find ourselves in today.

This listincludes: the Ohio State Brown
Swiss Association, Adelia Pimm, Les and
Jo Olson, Kim Mower, Ernst Roth, the
Hedbring Family-Odd Duck Farm, Thom-
as Accola, Tom and Joan Oberhaus, Miles
and Cheryl Tudhope, Armbruster Broth-
ers-Red Brae Farm, Loehr Dairy, William
Watkins, Roger and Lori Read, the Min-
nesota State Brown Swiss Association,
John Rodecap, Thom Portner -Port Haven
Dairy and Stuart Wolfe.

We also want to stress that the Al in-
dustry has also stepped up their contribu-
tions. Those studs who have added both
further funds and/or genetic material in the
last couple of months are ABS, Alta Ge-
netics, Accelerated Genetics, CRI-Genex,
New Generation, Select Sires and Taurus.
Others are planning on contributing as we
go forward.
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Further we cannot forget the people
at USDA who have also contributed. This
list includes Curt Van Tassel, Paul Van
Raden, George Wiggans, Duane Norman,
Mel Tooker, Leigh Walton and John Cole,
amongst others.

We want to point out that this is only
the beginning of the genomics journey:
again stressing that the only reason Brown
Swiss is able to participate is the original
action taken by the Board to “buy in” to ge-
nomic research, the Brown Swiss members
who contributed to the recent phase, the
Al industries financial/genetic support and
government support through USDA. As we
move forward next with the “Low Density
Chip”, which will revolutionize parentage
verification, followed by perhaps having
entire genomes on each animal within 60
months, our understanding and need to
adapt our breeding programs will only in-
crease. However, the rewards of these ef-
forts will be outstanding leading to greater
profitability for all Brown Swiss breeders.

At this juncture we want to stress that
genomics is a tool to be used in conjunc-
tion with other methods of genetic selec-
tion. These other methods include parent
averages for young animals and actual per-
formance of self or offspring for older bulls/
cows. What genomics primarily offers to the
Brown Swiss breed at this time is increasing
the Reliability, or phrased in another man-
ner the potential accuracy, that is found in
bulls/cows with no or limited production
data. Currently the most effective usage of
genomics will be in comparing littermates
or full siblings. As more data (genomes) are
added and more research is conducted, the
Reliability and utility of genomic informa-
tion will continue to expand augmenting
production and classification information.
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A key point that we must not lose focus
on is the continuing need for both milk re-
cording and classification scores. Genomics
is only as good as the data that the geneticists
have to work with. While some may think
that genomics will remove the need for test-
ing or scoring cows the reality is the oppo-
site. As with any system of genetic evalua-
tion and selection we still need to “validate”
the performance predictions of the genome;
we still need the actual performance of the
offspring. This applies to any genetic selec-
tion process be it based on cow families,
corrective matings, actual production, parent
pedigree information or genomics the actual
performance of the offspring compared to
their herdmates and family is what matters;
they all require validation.

Currently we are working with Insinc
on developing the software to facilitate
general testing of Brown Swiss animals.
All samples will require a bar code to go
through the process from the lab to USDA-
AIPL back to office. As soon as the system
is in place we will let you know on the web
page, Brown Cow Talk and in the Bulle-
tin. At this time genomic evaluations will
be run every two months. When the office
receives the results from USDA they will
be sent either by e-mail or surface mail to
the breeder. However, these runs will not
be “official” and will not show on pedi-
grees. The “official” genomic evaluation
will be at the same time as the general
genetic evaluation release (currently Janu-
ary, April and August). There will also
be modifications to pedigrees to indicate
if the evaluation has a genomic element.
This is an exciting time in the annals of
the great Brown Cow with the low somatic
cell...Dave

SMA Carrier Identified

In keeping with the Brown Swiss Association policy of notifying breeders of genetic abnormality carriers, it has been determined that
Milk & Honey Prem Tally ET (M) 68101941 is a carrier of the recessive gene known as SMA(Spinal Muscle Atrophy).

To be identified as a carrier of the SMA gene, an animal must have at least two offspring that have been determined to be SMA and these
offspring must be DNA typed to identify parentage, tested at a 90% confidence level or higher as being a carrier with the DNA test, or

tested positive with the new SMA marker test.

To help identify abnormality carriers, breeders are asked to contact the Brown Swiss Association to report abnormal animals in their herd.
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